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#£1 RTKERDORI (Score Values ; MBT Compass 4.1)

Range Interpretation Symbols Color
2.00-3.00 High-confidence identification (+++) green
1.70-1.99 Low-confidence identification (+) yellow
0.00-1.69 No organism identification possible “) red

x2 REHKRNDIKTR (Consistency Categories ; MBT Compass 4.1)
Category Interpretation
High consistency: The best match is a high-confidence identification. The second-best match
A is (1) a high-confidence identification in which the species is identical to the best match, (2) a
low-confidence identification in which the species or genus is identical to the best match, or (3) a
non-identification.
Low consistency: The requirements for high consistency are not met. The best match is a

B high- or low-confidence identification. The second-best match is (1) a high-or low-confidence

identification in which the genus is identical to the best match or (2) a non-identification.

C No consistency: The requirements for high or low consistency are not met.
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